Binding characteristics of bait proteins used in this study are symbolized by green bars. The approximate association period of selected maturation factors as inferred by western blotting and iTRAQ data is indicated by purple bars, while the co-purifying pre-rRNAs are symbolized by blue bars. The two brown vertical bars indicate the nuclear membrane. sd*: standard deviation § only factors identified in at least 3 independent labeling experiments and exhibiting less than 30% standard deviation were considered
Supplemental
Mrt4 1,00 1,01 0,66 0,68 0,84 0,17 19,76 Nop12 0,88 1,06 0,55 0,83 0,21 25,48 late nucleoplasmic Rsa4 0,88 1,04 0,65 0,52 0,77 0,20 26,24 Jip5 0,58 0,59 0,90 0,82 0,72 0,14 19,67 Puf6 0,81 0,75 0,65 0,65 0,72 0,07 9,46 Pwp1 0,81 0,80 0,62 0,61 0,71 0,09 13,23 Ssf1 0,59 0,48 0,83 0,66 0,64 0,13 19,75 Nsr1 0,88 0,54 0,49 0,64 0,17 27,05 late nucleoplasmic Rix1 0,34 0,81 0,57 0,76 0,62 0,18 29,62 5S binding Rpf2 0,51 0,56 0,66 0,
